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Our discussion centered on the data challenges of microarray experiments. Two
members of the UNC Bioinformatics group joined us and were able to give us some
insight into the issues they encounter here at the university.

Standards are an important issue for microarray data storage and analysis. Thisareais
problematic because adopting and enforcing standards might i mpede the devel opment of
new technology. Some guidelines, however, are emerging as the FDA has begun to
regulated submission of microarray data for new drug applications. Here at UNC, the
core lab is MIAME compliant while the Perou lab isnot. The standards address data
storage minimum requirements.

The reason standards are so important is that researchers want to combine data across
experiments, even across labs. We heard from our visitors about a UNC Cystic Fibrosis
related database. Researchers submit data, but they must comply with the standards.
Those who submit data have the rights to retrieve data. Because data was submitted
under rigorous guidelines, it can be compared with some accuracy.

These standards don’t regul ate public databases. Comparing data retrieved from them can
be difficult. The potential for combining datais great, but the lack of standards makesit
problematic.



